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Introduction Regardless of optimal
treatment, clinical progression of
neurofibromatosis type 2 (NF2) patients’
deficit (particularly hearing, swallowing and
gait) is irreversible(1). This study analyzes
clinical-genotype correlation focusing on NF2
patient`s functional disability, and clarify the
clinical and genetic predictors of functional
disability.

Patients

Genetic Analysis

Functional outcomes including
hearing, swallowing, and ambulation, was
reviewed and scored using KPS and ADL.

Result of Genetic Analysis

Kaplan-Meier curves by germline mutation
type for Functional Outcomes

Multi variate Cox proportional hazards
model

Conclusions Functional outcomes in NF2
patients are predictable by considering age at
diagnosis NF2, and germline mutation of NF2
gene.

Discussion To the moment, there is a
limited number of studies that report clinical -
genotype correlation as predictors of functional
prognosis of NF2 patients(2,3). Through this
study, it was established that the patients with
“somatic mosaicism or undetected case” and
“onset age?25” had clearly different functional
prognosis compared to other NF2 patients.
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